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The nucleotide sequence shown in Fig. 2 contained some errors. The amino acids shown in the figure at sequence positions 28, 31 
and 32 are L, C and C, instead of Q, R and R, respectively. Also, the nucleotide sequence is wrong at the corresponding triplets. 
The cDNA we synthesized in fact contained at bases 179 181 the sequence CAG coding for Q, and at bases 188-190 and 191 193 
the sequence CGT coding for R. 
Please see below for the revised Fig. 2. 
i0 20 30 -~0 50 60 
I I I I I I 
Barn HI  (-26) 
70 80 90 i00 i i0 120 
I I I I I I 
GGTGCTGC TGC TGGTGCGGGTCCAGCCTTCCCTGGGCAAAGAATCTAGAGCTAAAAAATT 
V L L L V R V Q P S L G K E S R A K K F 
[-~. (+i) 
130 140 150 160 170 180 
I I I I I I 
CCAGCGTCAACATATGGAC TCTGACTCGAGCCCGTC TTCTTCTTCTACGTACTGCAACCA 
Q R Q H M D S D S S P S S S S T Y C N Q 
190 200 210 220 230 240 
I I I I I I 
GATGATGCGTCGTCGTAACATGACCCAAGGTCGTTGCAAACCGG' rGAACACTTTCGTTCA 
M M R R R N M T Q G R C K P V N T F V H 
250 260 270 280 290 300 
I I I I I I 
TGAACCG C TTGTAGACGTTCAGAACG T'ITG C TTC~AAGAGAAGG' ITAC C TG C AAAAATG G 
E P L V D V Q N V C F Q E K V T C K N G 
310 320 330 340 350 360 
I I I I I I 
CCAGGGTAACTC42TACAAATCTAACTC TTCTATGCATATCAC TGACTGC CGTCTTACTAA 
Q G N C Y K S N S S M H I T D C R L T N 
370 380 390 400 410 420 
I I I I I I 
CGGATCC CGTTACCCCAAC TGCGCTTACCGTAC TTCTCCTAAGGAACGTCATATCATCG T 
G S R Y P N C A Y R T S P K E R H I I V 
430 440 450 460 470 480 
I I I I I i 
TGCATGCGAAGGCTCTCCGTACG'TTCCGGTTCATTTCGACGCGT~TTGAAGACTCTTG 
A C E G S P Y V P V H F D A S V E D S 
490 
I 
Sal  I 
Fig. 2. Sequence of a synthetic DNA coding for HP-RNase (bases 98480) with an upstream sequence coding for a secretion signal peptide (bases 
20-97). Restriction sites for BamHI (at the 5'-end) and SalI (at the 3'-end) are also shown. 
